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flammatory Processes) encoded by the Ry TR S  The approach described in this poster is based on three pillars: (i) RTCA, (i) a panel of phenotypic HCS endpoints, and (iil) a gene expression
. _ ! |t t h | t th t . . . . . . . . nn . .
i piy lsfaie Gl Tai o s Sttt o of ol analysis. For each pillar, computationally derived scores were developed and used to quantify (i) the toxicity (Tox Score), (ii) the phenotypic impact
biological turbed  aft - - - S
data sets to a computable network model. mosre, | PR (Phenotypic Score) and (iii) the transcriptomic/mechanistic effect (BIF) of an exposure.
- « The 28-flavor mixture appeared to induce higher cytotoxicity than the corresponding flavorless base solution. By individually testing each of the
to the cell culture medium flavors, citronellol and alpha-pinene appeared to be the main contributors to the overall mixture cytotoxicity. STV

« When individually removed from the mixture, cytotoxic contribution was confirmed only for citronellol, while alpha-pinene removal did not lead to
any change of mixture cytotoxicity.

Data will be soon available on:

Figure 1. The Flavor Assessment Workflow is a three-step approach designed to assess the toxicity of flavor compounds . : .. . T C g : : i i

measurement system that will determine the Tox Score (see Figure 4) of each flavor compound. STEP 2 provides further Cytotoxicity (synergistic effect). 5

information on the mechanism of toxicity triggered by the flavor compound exposure and is based on high-content ] T ] ] _ _ ] _ _ _ ] ] _

screening (HCS) image analysis (see Figures 5 and 6). Only compounds with a Tox Score lower than 1 were tested in « Using an artificial mixture of 28 flavors dissolved in a base solution, we showed that this method is suitable to identify candidate constituents that | N T E RVA LS
STEP 2. Finally, STEP 3 complements the mechanistic understanding of the flavor exposure effect using a systems are accountable for the toxicity of a mixture (SUCh as citronellol in our case StUdy). ADVANCIN ICE FOR A SMOKE-| JORLD
toxicology approach based on transcriptomic data and computable biological networks. L
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